on taxol-stabilized microtubules. Scale bar is 100 nm applies to both panels. Image levels were adjusted for visual clarity. 
"true" single-molecule conditions (solid bars, Dam1
WT or Dam1 OD complex at 5-40 pM on microtubules, data from Fig. 1c ) are compared to the residence times for "tracer" singlemolecules (striped bars) in the conditions shown in (c-e). Dashed blue line indicates the average time for single fluorophores to photobleach under identical imaging conditions. Error bars in (b) indicate s.e.m.; in (e), error was estimated using bootstrapping analysis as in Fig. 1c .
Supplementary Figure 3. The Dam1
OD complex does not dimerize in solution.
(a) Elution profiles from size-exclusion chromatography experiments performed on the wild-type (R S 8.9 nm; WT, black trace) and oligomerization-deficient (R S 7.3 nm; OD, green trace) Dam1 complexes. Stokes radii were determined using a standard curve generated from BSA, catalase, ferritin, thyroglobulin. (b) Coomassie-stained SDS-PAGE gels show velocity sedimentation analyses for Dam1 WT (9.1 S; upper gel) and Dam1 OD (4.9 S; lower gel) complexes. BSA, aldolase, and catalase were used as standards. Data from (a) and (b) were combined to estimate molecular weight 1 . In solution, the Dam1 WT complex is primarily dimeric (observed species is ~340 kDa; monomers are predicted to be ~200 kDa), while the Dam1 OD complex is monomeric (observed ~150 kDa; predicted ~140 kDa monomer). Figure S5 
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